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CpG locus in TIMP3
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Figure	O.R.9.1	–	TRAINING	DATASET	-	Methyla]on	level	comparison	in	genes	
described	in	the	literature	as	being	hypermethylated	in	more	aggressive	meningiomas.		
No	sta]s]cal	significance	was	obtained	a_er	Bonferroni	correc]on	for	mul]ple	sample	
comparisons	(Mann-Whitney	test).		
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Figure	O.R.9.2	–	VALIDATION	DATASET	-	Methyla]on	level	comparison	in	
genes	described	in	the	literature	as	being	hypermethylated	in	more	aggressive	
meningiomas.	Sta]s]cal	significance	was	obtained	a_er	Bonferroni	correc]on	for	
mul]ple	sample	comparisons	(Mann-Whitney	test)	for	islands	in	HOXA11,	HOXA6,	and	
TIMP3	genes	(red	arrows).		
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